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Abstract
Objective: Trichomonas vaginalis (T. vaginalis) is a pathogenic protozoan of human
reproductive-urinary systems that causes trichomoniasis. The disease is the most important
non-viral sexually transmitted infection worldwide. Various laboratory methods have been
used to diagnose T. vaginalis. Based on the actin gene, 6 genotypes (H, G, E, I, M, N) of T.
vaginalis have been identified. In most studies, the clinical samples were cultured initially
and then genotyped. In this study, we sought to identify and determine the genotype of T.
vaginalis in urine samples from infected women in Mahshahr, Khuzestan Province, Iran.
Methods: Urine samples were collected from 2200 women who referred to the Laboratory
of Imam Musa Kazim Hospital of Mahshahr. After microscopical examination, we
extracted the parasite’s DNA from 34 positive urine samples. Then, the actin gene of the
parasite was amplified by nested-PCR. Finally the PCR products of actin gene were
sequenced.

Results: Totally, 34 samples (54.1%) tested positive for T. vaginalis. After sequencing, the
genotype of the parasite was identified as E in Mahshahr.

Conclusion: Genotype E of T. vaginalis is the single genotype among women residents of
Mahshahr. No genotypic variation was seen.
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